Abstract
PCR-RFLP analysis of the BoLA-DRB3.2 alleles were investigated using three different restriction enzymes in Deoni, Ongole and mastitis affected and non affected HF crossbred cattle. Results of present study indicate that the BoLA-DRB3 exon 2 is highly polymorphic among different breeds of cattle breeds. Most common alleles in HF crossbred was BoLA-DRB3 2*8 (0.102), in Deoni it was allele *6 (0.216) and in Ongole breed of cattle, allele *15 (0.225) had the highest frequency. In mastitis affected HF crosses, alleles DRB3.2*23 and DRB3.2* 24 contributed about 20 and 12.4 per cent, respectively to the population. Similarly in Deoni and Ongole the allele DRB3.2*6 and DRB3.2*15 had frequencies of 21.6 and 22.5 per cent, respectively, which were totally devoid of mastitis. BoLA-DRB3.2 allelic variations were compared based on Somatic Cell Count (SCC) between mastitis positive and negative HF crosses. SCC was significantly higher (p<0.05) in mastitis affected HF crossbred animals in comparison to all other breeds. The allele DRB3.2*23 was significantly higher (p<0.05) in HF crossbred cattle which had higher SCC thereby having higher incidence of mastitis. In this study, the allele *6 which was common in both Deoni and Ongole breeds and it was very lower in HF crossbred cattle. Based on the statistical analysis it is inferred that the allele DRB3.2*6 which was significantly higher in native animal may be responsible for lower SCC as well as for mastitis resistance. Based on differences in the Single Strand Confirmation Polymorphism (SSCP) patterns, 13 allelic variants were selected and nucleotide sequences were confirmed the presence of polymorphism. It was concluded that the allele DRB3.2*23 was associated with elevated level of SCC as well as occurrence of mastitis in HF crossbred cattle and the higher frequencies of two alleles of DRB3.2*6 and *15 in Deoni and Ongole breeds of cattle was associated with lower level of SCC leading to lesser chances of mastitis.
